
Figure 1: A) Schematic representation of PATfix AAV Switcher system setup and B) sample characterization using PATfix Software. Chromatogram 
represents innovative patented baseline empty (E) and full (F) capsid separation of rAAV8 reference material [1]. On chromatogram are shown UV 
260nm and UV 280nm signals (in red and blue, respectively), as well as Tryptophan fluorescence (FLD, in orange) and readout of multi angle light 
scattering detector under a 90° angle (MALS, in black). R represents the ratio of UV260 to UV280 signals, and REF indicates the resolution 
between empty and full peak, which is automatically calculated by PATfix software. Percent of full capsids (%F) for the reference material shown is 
29%, which was additionally confirmed by other available orthogonal methods for downstream samples, such as mass photometry and 
ultracentrifugation density gradient profiling (data not shown).
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Figure 2: Determination of limit of detection for PATfix AAV Switcher analytical method for rAAV8 samples. A) Calibration curve generated with ten 
serial dilutions of rAAV8 standard, where MALS full peak height is plotted against dPCR titer of full capsids. B) PATfix AAV Switcher chromatogram 
showing two purified samples, empty capsid enriched (dashed line) and full capsid enriched (full line). UV and FLD signals are shown for comparison 
purposes, while the quantification was performed using only MALS output. C) Table showing quantification of the %F for the two enriched samples 
using PATfix AAV Switcher (two-column) and the PATfix AAV E/F (single-column) method employing CIMac QA HR only. 
*MALS correction factor of 1,29 was implemented.
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Figure 3: PATfix AAV Switcher analysis of A) harvest lysates and B) their respective partially purified rAAV8 capsids. C) FLD and MALS signals were 
quantified, and compared with UCDG. Both analytical methods showed that 

*MALS correction factor was implemented.
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