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Figure 4: Correlation between DBC50 and elution recovery for pAAV2/8 (7.3 kbp). CIMmultus DEAE (6 µm) and CIMmultus DEAE (2 µm) labeled as 
NG2 or NG6. Shape determines the relative initiator (2-BPB) density, number signifies the grafting (polymerization) time. The circled number
signifies the optimal grafted monolith.

Figure 5: CIMac pDNA analysis of collected fractions from preparative pUCBS4.7 
purification with CIMmultus grafted DEAE 1 mL (6 µm) : red - load, blue - flowthrough 
and green - elution. Analytical column used: CIMac pDNA (1.4 µm).

Figure 1: Preparation of grafted monolith and subsequent functionalization of grafted monolith with diethylamine (DEA) to finish with weak AEX 
stationary phase. P – base monolith, G – grafted monolith. 

Table 1: Elution recoveries for pUCBS4.7 (4.7 
kbp) and pHelper (11.6 kbp) isolation.
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Figure 3: SEM images of a non-grafted epoxy (A) and heavily grafted monolith (B). A cross-section of grafted monolith globule visualizes 20-40 nm 
thick layer of grafted polymer deposited on the surface.

Figure 2: Purification process  of 4.7 kbp pDNA from 50 L bioreactor with CIMmultus grafted DEAE 400 mL .  
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